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1.40-3.14) and a preference for home/mobile outreach HIV test-
ing centres (aOR: 1.40 95%CI: 1.03-1.89) were associated with high
levels of stigma. Female participants who preferred HIV testing at
homeor fromamobileoutreachcentre (aOR:1.6095%CI: 1.06-2.45)
were more likely to report high levels of stigma. However partici-
pants who were employed (aOR: 0.50 95%CI: 0.37-0.68), perceived
HIV risk as high (aOR: 0.10 95%CI: 0.07-0.14), and knewHIV testing
beneﬁts (aOR: 0.45 95%CI: 0.33-0.61)were less likely to report high
level of HIV-related stigma.
Conclusion: High level of stigma to HIV infection still exists in
our communities. Therefore enhancement of health education and
reinforcing the beneﬁts of knowing personal HIV status is essential
to overcome stigma, a known obstacle for expanding access to HIV
testing and counselling.
http://dx.doi.org/10.1016/j.ijid.2016.02.529
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Background: More than half of the world’s population are
exposed to malaria. Rapid diagnosis and proper treatment are the
main aim of control programs in malaria endemic areas. This study
was aimed at developing a non-invasive diagnostic method for
detection of Plasmodium falciparum in human malaria.
Methods&Materials: Ethical permitwas obtained fromCUREC.
Informed consent/assentwas also sought. Saliva and blood samples
were collected frompatients presentingwith fever at the Covenant
University Health Centre. Falciparum malaria was conﬁrmed by
microscopic exa mination of Giemsa stained thin and thick blood
smears. Direct nested PCR was carried out to detect drug resistant
genes (pfcrt and pfmdr) from positive blood and corresponding
saliva samples using ‘TransDirect’ Animal Tissue Kit (Transgene
Biotech, Beijing).
Results: Out of the 165 subjects recruited on this study, 61.8%
was positive for falciparum malaria by microscopy. The presence
of pfcrt gene was detectable from 20 blood samples while only 10
blood and saliva samples from same patients were harbouring the
pfcrt gene.
Conclusion: The use of human saliva as sample for malaria
detection would help facilitate effective diagnosis and develop-
ment of simple probes which will be easier to handle especially
in malaria endemic areas where proper diagnosis is still lacking.
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Background: Kyasanur Forest disease (KFD), a tick-borne viral
hemorrhagic fever has a case fatality rate as high as 10%. KFD
is endemic to Karnataka but is spreading. Infected ticks transmit
infection to monkeys, the amplifying host. Vaccination of high risk
populations is the primary control strategy. On February 6, 2015,
an outbreak of KFD was reported in Wayanad district, Kerala near
Chikenji forest. We investigated to describe the outbreak and iden-
tify risk factors.
Methods & Materials: We deﬁned cases as residents of Sulthan
Bathery taluk who during 25 December 2014 - 13 March 2015 pre-
sented with fever, headache, and myalgia. House to house survey
andhealth facility-based surveillancewas established for case ﬁnd-
ing. For each casewe selected twohealthy controlsmatched for age,
sex and place of residence and interviewed regarding exposures.
We conducted entomological and monkey death investigations to
better understand transmission.
Results: Among 113 cases, including 6 deaths, 62% were
females; median age was 40 (3-70). None had received vaccina-
tion. Of 81 cases tested by reverse transcription polymerase chain
reaction, 43 (53%) were conﬁrmed for KFD virus. Among 59 cases
and 118 controls, a recent visit to forest (aOR=4.8, 95%CI=2.1-10.6),
grazing animals in forest (aOR=3.1, 95%CI=2.2-6.9), exposure to
monkey death (aOR=4.1, 95%CI=2.2-7.2) and collecting heaps of
leaves around house (aOR=1.9, 95%CI=1.09-2.8) were signiﬁcantly
associated with illness. The tick vector (Hemophysalis spinigera)
for KFD was abundantly found and 18 monkey deaths (5 tested
positive for KFD) were reported from affected area.
Conclusion: This was the ﬁrst reported outbreak of KFD in Ker-
ala with virus, and vector also found in the area. We recommended
vector control, use of personal protectivemeasures and vaccination
policy for prevention of KFD outbreaks in future.
http://dx.doi.org/10.1016/j.ijid.2016.02.531
